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PART 1: Review Comments

Compulsory REVISION comments

Reviewer’'s comment

Author’s Feedback (Please correct the manuscript and highlight
that part in the manuscript. It is mandatory that authors should
write his/her feedback here)

Please write a few sentences regarding the
importance of this manuscript for the scientific
community. Why do you like (or dislike) this
manuscript? A minimum of 3-4 sentences may be
required for this part.

The research idea is good. Also the researchers have done vast work. Modification for DNA
isolation seems good. But, authenticating primers should be designed very carefully.

Thank you for your feedback and valuable suggestion.

Is the title of the article suitable?
(If not please suggest an alternative title)

Good

Thank you for your positive feedback.

Is the abstract of the article comprehensive? Do
you suggest the addition (or deletion) of some
points in this section? Please write your
suggestions here.

Ok

Thank you for your positive feedback.

Are subsections and structure of the manuscript
appropriate?

Ok

Thank you for your positive feedback.

Please write a few sentences regarding the
scientific correctness of this manuscript. Why do
you think that this manuscript is scientifically
robust and technically sound? A minimum of 3-4
sentences may be required for this part.

Research idea and scope is good. But main backbone of this work is use of authenticating primers
for confirmation of the species. Out of three pairs of authenticating primers designed in this study
BLAST search results shows that two pairs viz. ITSTCC1F/R and ITSPEC1F/R are not species
specific. ITSTBCF seems relatively more species specific, but BLAST search result shows Terminalig
chebula, T. arjuna, T. Amazonia, T. calamansanay etc. also have query cover and percentage identity
both value 100 %. In such circumstances, it is not possible to authenticate the species based on

successful amplification and amplicon size.

Thank you for your feedback and valuable suggestion. we have
carried out the sequencing and BLAST analysis of the obtained
amplicon. The sequences of the amplicons obtained by all three
primers show the correct species identity with the maximum
homology and query coverage. The accession numbers of
sequences of all the three amplicons are as follows:
ITSTBC1F/R: PQ460261; ITSTCC1F/R: PQ460588;
ITSPEC1F/R: PQ460257

Are the references sufficient and recent? If you
have suggestions of additional references, please
mention them in the review form.

Ok

Thank you for your positive feedback.

Minor REVISION comments

Is the language/English quality of the article
suitable for scholarly communications?

Ok

Thank you for your positive feedback.

Optional/General comments
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